
 

280 | P a g e  
 

Analysis of a novel strategy to drug development for disease 

therapies 

 

Syedah Shariquah Haider 

M.Phil, Roll No: 140247 

Session: 2014-15 

University Department of Chemistry 

B.R.A Bihar University, Muzzaffarpur 

 

DECLARATION: I ASAN AUTHOR OF THIS PAPER / ARTICLE, HEREBY DECLARE THAT THE PAPER SUBMITTED 

BY ME FOR PUBLICATION IN THE JOURNAL IS COMPLETELY MY OWN GENUINE PAPER. IF ANY ISSUE 

REGARDING COPYRIGHT/PATENT/ OTHER REAL AUTHOR ARISES, THE PUBLISHER WILL NOT BE LEGALLY 

RESPONSIBLE. IF ANY OF SUCH MATTERS OCCUR PUBLISHER MAY REMOVE MY CONTENT FROM THE 

JOURNAL WEBSITE. FOR THE REASON OF CONTENT AMENDMENT/ OR ANY TECHNICAL ISSUE WITH NO 

VISIBILITY ON WEBSITE/UPDATES, I HAVE RESUBMITTED THIS PAPER FOR THE PUBLICATION. FOR 

ANYPUBLICATION MATTERS OR ANY INFORMATION INTENTIONALLY HIDDEN BY ME OR OTHERWISE, I 

SHALL BE LEGALLY RESPONSIBLE. (COMPLETE DECLARATION OF THE AUTHOR ATTHE LAST PAGE OF THIS 

PAPER/ARTICLE 

 

 

 

 



 

281 | P a g e  
 

Abstract  

Due to improvements in high throughput exploratory processes and the openness of elite execution 

calculation assets, the cycle of drug discovery has evolved into one that is significantly more 

logical and reasonable and takes into account natural cycles and fundamental science. The cycle 

has progressed to the point where medicines are now planned rather than discovered. The creation 

and acceptance of logical techniques will play a significant role in the development, enhancement, 

and assembly of medications. The most popular way to demonstrate that a scientific method is 

appropriate for usage in evaluating the convergence of a working drug mending (Programming 

connection point) in a particular compound estimations structure is through strategy improvement. 

This grant improved systems to ensure that a suggested logical technique would do strong 

assessments of APIs in a specific medication planning exactly and dependably. Its new 

development requires the endorsement of insightful procedure, through which it is thoroughly 

examined for particularity, linearity, exactness, accuracy, range, cutoff of discovery, limit of 

quantitation, and strength. In this way, one can assert that a precise and reliable evaluation of a 

drug's readiness may be carried out thanks to the new invention and endorsement of logical 

procedures. The current review includes the stages of drug development and their logical 

approaches, such as chromatographic, spectroscopic, and electrochemical techniques, which have 

been used in drug analysis. 

Keywords: drug discovery; drug analysis, drug diseases 

Introduction  

When a potential treatment drug or biologic has been identified, the most popular method of 

promoting the treatment for a particular disease, regardless of how exceptional, starts with 

preclinical development and continues through increasingly complex and in-depth phases of 

clinical testing to support financing for displaying. Much of the work done in the process of 

improving drugs is guided by fundamental principles that demand the ally of one drug to 

demonstrate its success and viability. From the first fundamental assessments through assessments 

accepted after an item has been supported for exhibiting, Figure 1 depicts the cycle in greater detail 

on structure.) This effort, which is costly and dangerous, has typically been done inside pharma 
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and biotechnology organisations, despite the fact that public and charitable affiliations have 

occasionally took an item through this interaction. The cost for each potential therapeutic is 

estimated to range from $100 million to more than $1 billion depending on the illness and other 

factors, as well as taking into account the cost of competing drugs. About 10% of potential 

therapeutics that successfully pass preclinical headway reach the market. Approximately one out 

of every six new drugs that entered clinical testing ultimately received approval for exhibiting, 

according to a study of the 50 largest pharmaceutical companies. However, this rate varied by 

remedial class and was slightly higher for drugs approved into an organisation than for drugs 

started by the organisation. The number of smuggling drug groups has increased recently, but the 

advisory panel was unable to locate any analysis on the success rate for smuggling drugs. 

 

Figure 1: Drug development: from idea to market and beyond 

Drug Development Process 
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A wide variety of logical dominance is needed to guide a drug item through a complex process 

from discovery to the portrayal of considerable value, viability, and prosperity, which are the 

indicators of a successful drug item. An organisation should be very proactive in establishing 

centres for evaluating and selecting the chemical with the highest possibility of progress. 

Additionally, the substance and the way in which it is used for remediation must be predictable in 

light of the organization's objectives for assessment and exhibiting current resources and expertise. 

Understanding the medication improvement process (Plan 1) and the key duties and successes that 

are important to a comprehensive progression plan are fundamental to ensuring logical and 

business success. Despite the fact that Plan 1 appears straightforward, developing new medications 

is a drawn-out, complicated process. From the earliest stages of discovery until the time the drug 

is available for treating patients, it can take up to fifteen years to develop one new pharmaceutical. 

 

Thin Layer Chromatography  

The development of far layer chromatography and its rapid expansion during the 1960s created a 

largely novel scenario in the study of drugs. An unthinkable resource for vetting murky elements 

in drug descriptions is tender loving care. It provides a generally higher level of certainty that all 

likely effects of the medicine have worn off. Utilizing spot elution and spectrophotometric 
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analysis, two quantitative enlightening explanations that take into account the high explicitness of 

tender loving care have been developed. The confirmation of two antihypertensive medications 

(metoprolol and felodipine) from a matched mixture has been done with tender loving care. 

High Performance Thin Layer Chromatography 

Due to its advantages of minimal working expense, high model throughput, and demand for least 

model tidy up, superior execution meagre layer chromatography (HPTLC) is now becoming a 

common perceptive approach. In contrast to HPLC, a significant advantage of HPTLC is the ability 

to run multiple models concurrently while only using a little amount of accessible stage space, 

which reduces both analysis time and cost per analysis. The validation of various medications in 

drug combinations has been done using HPTLC. However, the amount of contaminations that 

HPTLC can differentiate is only 0.1%. 

Exploitation of genomics and proteomics 

It's clearly a fact that larger piece of diseases has a sub-atomic or hereditary etiology. A couple of 

conditions including sickle cell contamination, cystic fibrosis, solid dystrophy, and Huntington 

disease are brought about by single quality changes. Syndromic conditions, for example, diabetes 

and cardiovascular diseases have multifactorial causes including different quality changes 

frustrated by ecological and lifestyle factors. In the idea of drug discovery, characteristics have 

hence been delegated ailment characteristics, disorder changing characteristics, and druggable 

characteristics. Disease characteristics are those whose changes cause or grade a person toward 

the improvement of a given disorder. Infection changing characteristics encode utilitarian proteins 

whose adjusted verbalization is straightforwardly associated with the etiology and development of 

a given disease. Druggable characteristics encode proteins that have acknowledgment spaces fit 

for connecting with drug particles evoking a pharmacological response. In the ongoing time of 

target-based drug discovery, it is essential that the goal is carefully recognized and supported to 

lay out its centrality in the disease aggregate. This prevents downstream consistent misfortune with 

open data showing that a critical degree (52%) of drug dissatisfaction in clinical primers is a result 

of lamentable viability. While the above were new atoms painstakingly planned with the data on 

the secret hereditary change, existing drugs could find new applications through repositioning from 
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their upheld signs considering information obtained through genomics. Genomics can be used to 

recognize and endorse druggable characteristics accordingly broadening the amount of targets 

available for examination in drug discovery. The use of genomics in target endorsement has 

expansively expanded through headway in antisense innovation, minimal intruding RNA (siRNA) 

that imitate the normal RNA obstruction (RNAi) and transgenic animal models. 

Conclusion  

A similar basic science discipline that has always been at the heart of drug discovery will be 

included in the creation of therapeutic specialists for the future. In particular, structural science 

will be used to provide information about the objective biomacromolecules, chemistry will be used 

to design and synthesise the drug candidates, and pharmacology will be used to determine the 

effects of the interaction between the drug and target. A entirely new strategy might be needed to 

advance drug discovery, but it's more likely that it will come from incorporating new disciplines 

or, potentially, substantially more advanced technologies. The next stage of advancements in drug 

development may result from integrating complex new computational, bioinformatics, 

pharmacogenomics, designing, and other nanotechnology approaches into the process. While there 

were a few instances of so-called "levelheaded drug design" success, in general, this discovery 

model performed horribly and was quickly (though not entirely) replaced starting in the mid-1990s 

by a re-visitation of largely empirical methods, such as little molecule library synthesis and high-

throughput screening. Once more, technical advancements—in this case, advanced robotics and 

biological procedures used when evaluating tens of thousands of chemicals in tandem with 

improved synthetic chemistry methodology—were responsible for this shift. However, less than 

20 years later, the Enormous Pharma drug pipeline appears to have been a spectacular failure, and 

there is a growing consensus that these high-throughput screening programmes have also failed to 

deliver. This failure may be due to a lack of genuine chemical variety in the extraordinarily large 

industrial libraries that have been synthesised and screened. It is obvious that innovative ideas are 

needed to unlock the pipeline. The quality and safety of medicinal products can be significantly 

impacted by the presence of contaminants in APIs. As a result, attention must be paid to the 

pollutant profile of the programming interface that will be used in the production of a therapeutic 
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product. According to ICH regulations, it is advised to identify and classify all contaminants that 

are present to a degree of 0.10 percent. As a result, developing a fundamental, exact, and precise 

analytical procedure for the quantitative assurance of these contaminations for the regular quality 

control watching of Programming interface becomes a necessity for an improvement chemist. This 

audit aims to give a comprehensive writing overview of the instrumentation used for 

pharmaceutical analysis as well as to focus on the function of various analytical instruments in the 

measure and related substances of pharmaceuticals. The audit also covers the concerns and 

limitations that should be taken into account when approving analytical procedures. 
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